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QVN46559.1 spike glycoprotein [Bat SARS-like coronavirus Khosta-1] 

QVN46569. 1 spike glycoprotein [Bat SARS-like coronavirus Khosta-2] 

YP_003858584.1 spike protein [Bat coronavirus BM48-31/BGR/2008] Related Information 
BCA87361.1 surface glycoprotein [Severe acute respiratory syndrome coronavirus 2] 
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M ovn46559.1 1 MKFFIFLSFLPLITAQEG-CGVLSNKSTPNLDQFLSSRRGFYYFDDTFRSSVRVLTSGYFLPFQSNLTRYLTLESITGRR 79 
QVN46569.1 1 MKLFLFLFLLPLVGAQDG-CATLSTKLTPTQLOVNSTRRGFYYFDDIYRSSLRVLVPGYFLPFGTNITRYQA-QVINWTA 78 
YP _003858584.1 1 MKFLAFLCLLGFANAQDGkCGTLSNKSPSKLTQTPSSRRGFYYFDDIFRSSIRVLTTGHFLPFNTNLTWYLTLKSNGKQR 80 
BCA87361.1 1 - -MFVFLVLLPLVSSQ- - -CVNLTTRTQLPPAYTNSFTRGVYYPDKVFRSSVLHSTQDLFLPFFSNVTWFHAIHVSGING 75 
QVN46559.1 80  IY-FDNPNIPFKDGLYFAATEKSNVIRGWIFGSTLDNTTQSAVLFNNGTHIVVNVCNFNFCQDPMLAISAGSPYKSW--- 155 
QVN46569.1 79 IF-FDNPVIPFNDGVYFAALEHSNVVRGWIFGTTLDNTTQSAIVVNNATHILISVCYFNVCKEPMFAVSNFKPYKSW--- 154 
Mi yp _003858584.1 81 —IY-YDNPNINFGDGVYFGLTEKSNVFRGWIFGSTLDNTTQSAVLFNNGTHIVIDVCNFNFCADPMFAVNSGQPYKTW--- 156 
BCA87361.1 76 TKrFDNPVLPFNDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIVNNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWmes 155 
M ovn46559.1 156 ---VYTTATNCTYNRL-HAFNISTSINPGSFVHLREHVFRNVDGFLYVYHNYESINVINTFPGGFSVLKPILKLPFGLNI 231 
QVN46569.1 155 ---VYDRANNCTFNRA-YPLNISTTPEPGKFKALREQVFRYQDGFLYLYHSYESIN-SDTLPPGFSVLKPMLKLPLGLNI 229 
Mi yp_003858584.1 157 = ---IYTSAANCTYHRA-HAFNISTNMNPGKFKHFREHLFKNVDGFLYVYHNYEPIDLNSGFPSGFSVLKPILKLPFGLNI 232 
BCA87361.1 156 ef rVYSSANNCTFEYVSQPFLMDLEGKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFSALEPLVDLPIGINI 235 
QVN46559.1 232 THFKVIMTLFSN------ TTQSFEADASAYFVGHLKPL TMLADFDENGTIVDAVDCSQNPLSELKCTTKSFSVEKGIYQT 305 
QVN46569.1 230 TRFRVVMAMHSL------ TTSNENTHSVNYFVGHLKPLTMLVEFSPNGTIIDAIDCSQDPLSELKCTTKSFSVEKGIYQT 303 
Mi yp_003858584.1 233 TYVKAIMTLFSS------ TQSNFDADASAYFVGHLKPLTMLVDFDENGTIIDAIDCSQDPLSELKCTTKSFTVEKGIYQT 306 
BCA87361.1 236 TRFQTLLALHRSy1tpgdSSSGWTAGAAAYYVGYLOQPRTFLLKYNENGTITDAVDCALDPLSETKCTLKSFTVEKGIYOT 315 
QVN46559.1 306 SNFRVSPSTEVVRFPNITNLCPFGQVFNASTFPSVYAWGRMRISDCVADYSVLYNSTSSFSTFKCYGVSPTKLNDLCFSS 385 
QVN46569.1 304 SNFRVSPSLDVVRFPNMTNICPFDQVFNKTQFPSVYAWERVRISDCVSDYTVLYNSSASFSTFKCYGVSPTKLNDLCFSG 383 
YP_003858584.1 307 SNFRVTPTTEVVRFPNITQLCPFNEVFNITSFPSVYAWERMRITNCVADYSVLYNSSASFSTFQCYGVSPTKLNDLCFSS 386 
BCA87361.1 316 SNFRVQPTESIVRFPNITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNS-ASFSTFKCYGVSPTKLNDLCFTN 394 
QVN46559.1 386 VYADYFVVKGDDVRQIAPAQTGVIADYNYKLPDDFTGCVLAWNTKSIDKG- ---QGFYYRLFRHGKIKPYERDTSNVPYN 461 
QVN46569.1 384 VYADYFVVKGDHVHQTAPGQTGVIADYNYKLPSEFVGCILAWNTRTIDSK----RGFYYRLFRHGNIRPYERDTSNVPYN 459 
YP_@@3858584.1 387 VYADYFVVKGDDVRQIAPAQTGVIADYNYKLPDDF TGCVIAWNTNSLDSS----NEFFYRRFRHGKIKPYGRDLSNVLFN 462 
BCA87361.1 395 _ VYADSFVIRGDEVROIAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKvggnYNYLYRLFRKSNLKPFERDISTELYQ 474 
QVN46559.1 462 AQGGTCTDTSQLNCYQPLKSYDF TDTVGVGYQPYRVVVLSFELLNAPATVCGPKQSTELVKNKCVNFNENGLTGTGVLTE 541 
QVN46569.1 460 AAGGTCNOPGTHNCYEPLQDYGF TSTSGVGYQPFRVVVLSFELLNAPATVCGPKQSTDLVKNKCVNFNENGLTGTGVLTD 539 
YP_@@3858584.1 463 PSGGTCS-AEGLNCYKPLASYGFTQSSGIGFQPYRVVVLSFELLNAPATVCGPKQSTELVKNKCVNFNENGLTGTGVLTN 541 
BCA87361.1 475 AGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVNFNENGLTGTGVLTE 554 
QVN46559.1 542 STKRFQSFQQFGRDISDFTDSVRDPKTLEILDISPCSYGGVSVITPGTNASNVVAVLYQDVNCTDVPTMLHTEQVAHDWR 621 
QVN46569.1 540  SNKKFQPFQQFGRDSADFTDSVKDPKTLEILDITPCSYGGVSVITPGTNTSDSVAVLYQDVNCTDVPTMLHMDQVSNDWR 619 
YP_@@3858584.1 542 STKKFQPFQQFGRDVSDFTDSVRDPKTLEILDIAPCSYGGVSVITPGTNASSSVAVLYQDVNCTDVPTMLHADQISHDWR 621 
BCA87361.1 555 SNKKFLPFQQFGRDIADTTDAVRDPQTLEILDITPCSFGGVSVITPGTNTSNQVAVLYQDVNCTEVPVAIHADQLTPTWR 634 
QVN46559.1 622  VYAVNTDGNMFQTQAGCLVGATYENTSYECDIPIGAGVCAKFGST- - - - - KTRQ---QSILAYTMSIGEDQSVAYSNNSI 693 
QVN46569.1 62@ VYAVNTDGNMFQTQAGCLVGATYDNTSYECDIPVGAGVCAKFQTTT-- --RAKQ---SSILAYTMSLGEDSNVAYSNNSI 692 
Mi yp_@@3858584.1 622 VYAFRNDGNIFQTQAGCLIGAAYDNSSYECDIPIGAGICAKYTNVSSTLVRSGG---HSILAYTMSLGDNQDIVYSNNTI 698 
BCA87361.1 635 VYS-- TGSNVFQTRAGCLIGAEHVNNSYECDIPIGAGICASYOTQTNSPRRARSvasQSIIAYTMSLGAENSVAYSNNSI 712 
QVN46559.1 694 AIPTNFSISVTTEVLPVSMTKTSVDCNMYICGDSTECSNLLLOQYGSFCTQLNRALSGIAVEQDRNTRDVFAQTKTIYKTP 773 
QVN46569.1 693 AIPTNFTISVTTEVLPVSMTKTAVDCNMYICGDSTECSSLLLOQYGSFCQQLNRALAGVSVEQDKNTQDVFAQVKSIYKVS 772 
YP_@@3858584.1 699 AIPMNFSISVTTEVLPVSMTKTSVDCNMYICGDSTECSNLLLQYGSFCTQLNRALAGIAVEQDRNTRDVFAQTKAMYKTP 778 
BCA87361.1 713 AIPTNFTISVTTEILPVSMTKTSVDCTMYICGDSTECSNLLLOQYGSFCTQLNRALTGIAVEQDKNTQEVFAQVKQIYKTP 792 
QVN46559.1 774 NIKDFGGFNFSQILPDPGKPSQRSFIEDLLYNKVTLADPGFMKQYGDCLGGINARDLICAQKFNGLTVLPPLLTDDMIAA 853 
QVN46569.1 773 AIKDFGGFNFSQILPDPAKPSKRSFIEDLLYNKVTLADPGFMKQYGDCLGGVNARDLICAQKFNGLTVLPPLLTDDMIAA 852 
YP_@@3858584.1 779 SLKDFGGFNFSQILPDPAKPSSRSFIEDLLYNKVTLADPGFMKQYGDCLGGVNARDLICAQKFNGLTVLPPLLTDEMIAA 858 
BCA87361.1 793 PIKDFGGFNFSQILPDPSKPSKRSFIEDLLFNKVTLADAGFIKQYGDCLGDIAARDLICAQKFNGLTVLPPLLTDEMIAQ 872 
QVN46559.1 854 YTAALISGTATAGYTFGAGAALQIPFAMOMAYRFNGIGVTONVLYENQKQIANQFNKAISQIQDSLTTTTTALGKLQDVI 933 
QVN46569.1 853 YTSALVSGTALSGFTFGAGAALQIPFAMOMAYRFNGIGVTONVLYENQKQIANQFNKAISQIQESLTTTATALGKLQDVI 932 
YP_@@3858584.1 859 YTAALISGTATAGFTFGAGAALQIPFAMQMAYRFNGIGVTQNVLYENQKQIANQFNKAISQIODSLSTTTTALGKLQDVI 938 
BCA87361.1 873 YTSALLAGTITSGWTFGAGAALQIPFAMOMAYRFNGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLQDW 952 
QVN46559.1 934 NOQNAAALNTLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOTYVTQOLIRAAEIRASANLAATKMSEC 1013 
QVN46569.1 933 NOQNATALNTLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLQSLOTYVTQQLIRAADIRASANLAATKMSEC 1012 
M] yp_@@3858584.1 939 NONAITALNTLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLQSLOTYVTQQLIRAAEIRASANLAATKMSEC 1018 
BCA87361.1 953 NOQNAQALNTLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLQSLOTYVTQQLIRAAEIRASANLAATKMSEC 1032 
QVN46559.1 1014 VLGQSKRVDFCGKGYHLMSFPQAAPHGVVFLHVTYVPSEQKNETTAPAICHNGKAYFPKEGVFVMNGTHWFITQRNFYSP 1093 
QVN46569.1 1013 VLGQSKRVDFCGKGYHLMSFPQAAPHGVVF LHVTYVPSQDKNF TTAPAICHKGKAYFPREGVFVTNGTHWEVTQRNFYQP 1092 
YP_@@3858584.1 1019 VLGQSKRVDFCGKGYHLMSFPQAAPHGVVFLHVTYVPSQEQNFTTAPAICHEGKAHFPREGVEVTNGTHWFITOQRNFYSP 1098 
BCA87361.1 1033 VLGQSKRVDFCGKGYHLMSFPQSAPHGVVF LHVTYVPAQEKNF TTAPAICHDGKAHFPREGVFVSNGTHWEVTQRNFYEP 1112 
QVN46559.1 1094 QVITTDNTFESGTCDVVIGIVNNTVYDPLQPELESFKQELDKYFKNHTSPDVGLGDISGINASVVDIKKEIEHLNEIAKN 1173 
QVN46569.1 1093 EVITTENTFESGNCDVVIGIVNNTVYDPLQPELESFKEELDKYFKNHTSPDVDFDDISGINASVVDIKKEIEHLNEIAKS 1172 
YP_@@3858584.1 1099 QPITTDNTFVSGNCDVVIGIVNNTVYDPLOQPELDSFKEELDKYFKNHTSQNVSLDGLNNINASVVDIKKEIEHLNEIAKS 1178 
BCA87361.1 1113 QIITTDNTFVSGNCDVVIGIVNNTVYDPLQPELDSFKEELDKYFKNHTSPDVDLGDISGINASVVNIQKEIDRLNEVAKN 1192 
QVN46559.1 1174 LNESLIDLQELGKYEQYIKWPWYVWLGF IAGIIAIVMATIMLCCMTSCCSCFKGLCSCGSCCKFDEDTSEPVLKGVKLHY 1253 
QVN46569.1 1173 LNESLIDLQELGKYEQYIKWPWYVWLGFIAGLIAI IMATIMLCCMTSCCSCLKGLCSCGSCCKFDDDHSEPVLKGVKLHY 1252 
Mi yp _003858584.1 1179 LNESLIDLQELGKYEQYIKWPWYVWLGFIAGLIAIVMATIMLCCMTSCCSCLKGVCSCASCCKFDEDHSEPVLTGVKLHY 1258 
BCA87361.1 1193 LNESLIDLQELGKYEQYIKWPWY IWLGF IAGLIAIVMVTIMLCCMTSCCSCLKGCCSCGSCCKFDEDDSEPVLKGVKLHY 1272 
QVN46559.1 1254 T 1254 

QVN46569.1 1253 T 1253 

Mi yp _@03858584.1 1259 T 1259 

BCA87361.1 1973 T 4273 
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